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Fig.ID 



11 21 31 41 51 

TKV DLTVEKG SDA KTLV LN I 
ACAAAAGTCG ATTTAACTGT GGAGAAGGGT TCTGACGCGA AGACGCTGGT GCTGAACATC 
1 TGTTTTTCAGCTAAATTGACA CCTCT T CCCAAGACTGCGCT TCTGCGACCA CGACTTGTAG 

71 81 91 1 II 

KYT RPGD TLA EVE LRQH GSE 

AAGTACACGA GGCCAGGGGA CACCCTGGCG GAGGTGGAGC TCCGGCAGCA CGGCTCGGAG 
61 TT CATGTGCT CCGGTCCCC T GTGGGACCGC C TCCACCTCG AGGGCGTCGT GCCGAGCCTC 

31 41 51 61 71 

EWE PMTK K GN LWE VKSA KPL 
GAGTGGGAAC CCATGACGAA GAAGGGCAAC CTGTGGGAGG TGAAGAGCGC CAAGCCGCTC 
121 CTCACCC TT G GGTACTGCTT CTT CCCGTT G GACACCCTCC ACTTCTCGC G GTTCGGCGAG 

91 1 11 21 31 

TGP MNFRFLSKGGMKNV FDE 

ACCGGCCCAA TGAACTTCCG CTTCCTCTCC AAGGGCGGCA TGAAGAACGT CTTCGACGAG 
1 8 1 TGGCCGGGTT ACTTGAAGGC GAAGGAGAGG TT CCCGCCGT ACTT CTTGCA GAAGCTGCTC 

51 61 71 81 91 

VIP TAFT VGK TYTPEYN 

GTCATCCCCA CCGCCTTCAC GGTCGGCAAA ACCTACACCC CAGAATACAA T 
241 CAGTAGGGGT GGCGGAAGTG CCAGCCGT T T TGGATGTGGG GTCTT ATGTT A 
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ACAAAAGTCG ATTTAACTGT GGAGAAGGGT TCTGACGCGA AGACGCTGGT GCTGAACATC 
AAGTACACGA GGCCAGGGGA CACCCTGGCO GAGGTGQAGC TCCGGCAGCA OGGCTCGGAG 
GAGTGGGAAC CCCTGACGAA OAAGGGC AAC CTGTQQGAQG TGAAGAGCGC CAAGCXXXJTC 
ACCGGCCX: AA TGAACTTCCG CTTCCTCTCC AAGGGCGGCA TGAAGAACGT CTTCGACX3AG 
GTCATCCCCA CXTGCCTTCAC GGTCGGCAAA ACCTACACCC C AGAAT ACAA T (SEQ ID NO:3) 
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